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S. preumoniae 409 |57 99 | 90 95 75 12 | 44 100|  |100 100| 82
PSSP 232 {100 100| 95 100|  |100 20 | 49 100|  |100 100| 82
PISP 120 |0 99 | 95 9 61 3|33 100| |00 99 | 86
PRSP 57 |0 91 | 60 65 0 2 |49 100|  |100 100| 75
. aureus 128 [ 30|30 67 65 | 65 65 64 65 65 76 99 | 57 58 | 93 68 100/ 100| 92 | 98 | 98 | 100
MRSA 2 [ofo]o ofo 0 0 0 0 7 100| 13 13 | 88 21 100|100 86 | 98 [100| 100
MSSA B+ 48 |00 |t00 98 | 98 98 9% 9 9% 77 98 | 72 74 | 93 9 100/ 100| 96 | 98 | 96 | 100
MSSA 8- 38 |100|100{100| [100|100 100 100|  |100 100 81 100| 88 86 | 97 87 100/ 100| 95 [100| 97 | 100
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Haemophilus influenzac 286 40 93 [ 11 100|  |100 65 100|100 100 59 | 55 100| |100{100100 85
BIo5R—tREE 20 0 5|27 100|  |100 58 100|100 100 38 [ 35 95 95 100100 58
BIYER—EHEE 266 43 999 100|  [100 66 100|100 100 61|57 100|  |100{100100 87
Moraxella catarrhalis 337 100|  |100 100 99 100|100 13
BIo5R—tREE 332 100|  |100 100 99 100|100 12
BIUSR—EHEE 5 100[ 100 100 100 100|100 60
oo (= @@ [ [ [ [T T T T I I TI ™ [T T Te ] o [=] [ [o] &
lewmcmennn [ o Jofo] [T [ [T TTTTTTTTT [ [TTTTTTTTT[e] [ [of [of [ofsw] [o] [
100 |BBPIBETRH 422 33 61 (6673|8690 85|89 87 | o1 | 69 |100 98 [100 88 62 (98 [ 96| 96 100 88 80 61 88
107| £ coli 255 56 59 (7378|8286 82|81 99 [ 98 | 75 |100 99 [100 84 68 (99 | 96| 94 99 93 65 85 81
14| Klebsiella pneumoniae 72 1 64 [ 96 | 99 | 99 |100[ 99 | 99 100|100| 97 [ 100 100|100 99 87 [100( 99 |100|  [100 9% 99 20 99
121|  Klebsiolla oxytoca 16 0 56 | 75 |100| 100| 100{ 100100 100| 100|100 100 100100  [100 81 [100(100|100|  [100 100|  |100 13 100
128|  Entorobacter acrogenes 11 0 91| o9 |91|o1|o1|100 0|36 0 |100 100|100 91 9 | 91 [100[100 |10 82 100 9 100
135|  Entorobacter cloacae 11 0 73| 0| 0676067100 0|30 0 |t00 82 100 70 0 |80 80100 [100 91 100 55 91
142|  Protous mirabilis 12 58 58 [ 75 | 83 | 82 100 82 | 82 100|100| 73 [ 100 100100  [100 75 [100(100| 83 100 8 83 58 67
149|  Protous penneri 0 it || | it w| | w| |
156|  Protous vulgaris 4 0 25( 0 | 0 |s50]100| 25 100 100|100| 0 [100 ###(100 75 25 (100(100| 100|100 0 100 75 100
163 Morganella BB 5 0 60 [ 0| o |t00| 60|80 (100 80 (80| 0 |100 ###(100 80 0 |80 80100 [100 0 100 0 100
170|  Serratia marcescence 11 9 82(0f9 91 | 82 100 18 (36| 0 |100 91 [100 91 9 | 91|91t 100 91 100 9 100
177|  CGitrobacter freundii 14 7 79 (14 14 86 (7193 14 (50 | 7 |100 100|100 86 14 |92 86 |100| [100 93 100 93 93
184|  CGitrobacter koseri 7 0 0 |86 |86 100| 86 | 86 100|100 86 | 100 100|100 86 o [100|100|100|  [100 86 86 100 86
273|ESBLEE £ ARMRHAE 39 0 ofo|o|10f[44[10]5 100|100| O [### 100|100 26 46 |100| 79 | 82 97 7 8 72 44
280| ESBLEEX £ coli 34 0 ofo|o|12[35|12]3 100|100| O [### 100|100 21 53 [100( 79 | 82 97 88 3 76 4
287| ESBLEE % Klebsiella peumoniad 1 0 ofo|ooftofofo 100|100| 0 [### 100|100 0 o [100| 0 [100| [100 0 0 0 0
294| ESBLEE% Klebsiolla oxytoca | 0 0 ofojofofofo]fo ofofo]o ofo 0 ofofo]o 0 0 0 0 0
301| ESBLEE% Enterobacter acroger| 0 it (| | it w| | w| |
308| ESBLEE% Enterobacter cloacad 0 it (| | it w| | w| |
315| ESBLEE% Proteus mirabilis 2 0 ofo|ooftofofo 100|100| 0 [### ###(100| 100 0 [100|100| 50 100 0 50 50 100
322| ESBLEE#Proteus penneri 0 it || | it w| | w| |
329| ESBLEE % Proteus vulgaris 1 0 ofo|o|o|t0ofo 100 100|100| 0 [### ###(100| 100 o [100|100|100|  [100 0 100 0 100
336| ESBLEE Morganolla RE 0
343| ESBLEE% Serratia marcescencd 0
344| ESBLEE® Citrobacter froundii | 0 it (| | it w| | w| |
351| ESBLEE% Citrobacter koseri | 0 0 ofofo 100| 0 | 0 100|100| 0 [### 100|100 0 o [100|100|100|  [100 0 0 100 0
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