ABR-Ri&&

HiER

EI7AAKY LR GESA)

[E77RRKR)U R (EOMA

FI/TVALER

yravA
YR

FrSA
DITF

*/O00%

Zofh

PCG
ABPC
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CEZ
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CTX
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CTRX
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CFS
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CFDN
CDTR
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AZT
ACV
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S. pneumoniae

PRSP

MRSA

MSSA B+

S. aureus

MSSA 8-

P. aeruginosa
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E. coli

97

100

90

87

87

Klebsiella pneumoniae

100

100

100

Klebsiella oxytoca

Enterobacter aerogenes

Enterobacter cloacae

Proteus mirabilis

FPEE R

Proteus penneri

Proteus vulgaris

Morganella B &

80

100

100

100

100

Serratia marcescence

Citrobacter freundli

Citrobacter koseri

ESBLEX E. coli
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20

70

60

ESBLE 4 Klebsiella pneumoniae

ESBLE 4 Klebsiella oxytoca

ESBLE 4 Enterobacter aerogend

ESBLE 4 Enterobacter cloacae

ESBLEE & Proteus mirabilis

ESBLE % Proteus penneri

ESBLE 4 Proteus vulgaris

ESBLE£RMEEHHE

ESBLE & Morganella B &

ESBLE & Serratia marcescence

ESBLE 4 Citrobacter freundii

ESBLEE 4 Citrobacter koseri
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