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K& 157 154 0 0 1 0 2 28%
(MER) PRSP 18 18 0 0 0 0 0
PISP 36 35 0 0 0 0 1
PSSP 101 101 0 0 0 0 0 BRI E T
HEIFUBE 86 50 3 0 3 0 30 5]
(RER) MRSA 37 30 2 0 2 0 3 51%
MSSA B 5083 —HEE 32 17 0 0 1 0 14
MSSA BZ9AT—HIEESE 80 65 1 0 0 0 14 -
BEER 36 i3 17 0 i 0 5 BREIFIHRE
AR 285 9 166 0 16 0 12 _ 15%
(RER) Escherichia coli 137 15 100 0 13 0 9 ﬁll@%
Klebsiella pneumoniae 58 35 20 0 2 0 1 6%
Klebsiella oxytoca 13 7 5 0 1 0 0
Enterobacter aerogenes 13 8 5 0 0 0 0
Enterobacter cloacae 14 7 7 0 0 0 0
Proteus mirabilis 6 0 6 0 0 0 0 s %
Proteus penneri 0 0 0 0 0 0 0 BB R PR ECEN TN
Proteus vulgaris 5 0 5 0 0 0 0
Morganella morganii 12 4 8 0 0 0 0 ) | | ﬁ*ﬁﬁi
Serratia marcescens 5 4 0 0 0 0 1
Citorobacter freundii 14 9 5 0 0 0 0 ﬁﬂ%ﬁ — L] Eﬁ{$
Citrobacter koseri 3 1 2 0 0 0 0 .
[BI8] ESBLE XS NMEFHE 32 6 23 0 3 0 0 1 o R
[B18-WER]  Escherichia coli (ESBL) 28 4 21 0 3 0 0 u SR A
Klebsiella pneumoniae (ESBL) 0 0 0 0 0 0 0 HEITRYHE _ !
Klebsiella oxytoca (ESBL) 2 2 0 0 0 0 0 e
Enterobacter aerogenes (ESBL) 0 0 0 0 0 0 0
Enterobacter cloacae (ESBL) 0 0 0 0 0 0 0 )
Proteus mirabilis (ESBL) 2 0 2 0 0 0 0
Proteus penneri (ESBL) 0 0 0 0 0 0 0 fifi S BR B
Proteus vulgaris (ESBL) 0 0 0 0 0 0 0
Morganella morganii (ESBL) 0 0 0 0 0 0 0 } } } } } {
Serratia marcescens (ESBL) 0 0 1 2 3 0 3 0% 20% 40% 60% 80% 100%
Citorobacter freundii (ESBL) 0 0 0 0 0 0 0
Citrobacter koseri (ESBL) 0 0 0 0 0 0 0
=k 564 308 186 0 21 0 49

* REMHEDEIZ. JANISORESFADEH HRICELT, ABR-SEELIZUTDELSIZToT=,
IEIR 38 RARIK: B R, RENRR. [REER R, WEEH K. SN, ORA. ERAH () . ZOthIFREE. MK
RIRE: BRER. BRAT—TIL. BEHT—T I HT—TILIR
FEiRik HEE
MR FRAR M, BHAR M
BERRIA BER
ZDOhth: EEELIS



