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ERIFRRIRE  RERE ERiE MRRE  BERARAE ZDHh
fifi 2B 428 426 0 0 0 1
(MER) PRSP 55 55 0 0 0 0
PISP 134 133 0 0 0 0
PSSP 239 238 0 0 0 1
HEIFVBE 276 161 23 3 0 74
(RER) MRSA 122 83 9 3 0 20
MSSA B 5083 —HEE 93 46 9 0 0 33
MSSA B 298X —HEEL 61 32 5 0 0 21
RIEE 169 82 57 5 0 22
BRMEREE 848 250 429 0 0 106
(RER) Escherichia coli 377 48 239 0 0 54
Klebsiella pneumoniae 132 68 49 0 1 0 4
Klebsiella oxytoca 58 30 17 0 3 0 8
Enterobacter aerogenes 44 25 14 0 1 0 4
Enterobacter cloacae 47 31 1 0 0 0 5
Proteus mirabilis 52 13 27 0 5 0 7
Proteus penneri 3 0 1 0 1 0 1
Proteus vulgaris 6 0 3 0 1 0 2
Morganella morganii 32 3 22 0 1 0 6
Serratia marcescens 30 21 4 0 1 0 4
Citorobacter freundii 32 9 17 0 1 0 5
Citrobacter koseri 11 0 9 0 1 0 1
(i8] ESBLEERNMERME 115 25 70 0 9 0 11
[B18-WER]  Escherichia coli (ESBL) 65 12 45 0 3 0 5
Klebsiella pneumoniae (ESBL) 5 3 2 0 0 0 0
Klebsiella oxytoca (ESBL) 1 0 1 0 0 0 0
Enterobacter aerogenes (ESBL) 0 0 0 0 0 0 0
Enterobacter cloacae (ESBL) 7 5 1 0 0 0 1
Proteus mirabilis (ESBL) 32 5 17 0 5 0 5
Proteus penneri (ESBL) 2 0 1 0 1 0 0
Proteus vulgaris (ESBL) 0 0 0 0 0 0 0
Morganella morganii (ESBL) 3 0 3 0 0 0 0
Serratia marcescens (ESBL) 0 0 1 2 3 0 3
Citorobacter freundii (ESBL) 0 0 0 0 0 0 0
Citrobacter koseri (ESBL) 0 0 0 0 0 0 0
&t 1721 919 509 8 82 0 203
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